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Results: Blood cultures from 40 neonates received during the
study period. Blood cultures from 18/40 neonates showed bac-
terial growth. Nine of 18 (50%) neonates showed the growth of
E.faecium.All theE.faecium isolateswere susceptible toVancomycin
and Linezolid. Susceptibility to other antibiotics :uniformly
susceptible to Quinupristin/Dalfopristin and Chloramphenicol.
Resistant to macrolides,ﬂuoroquinolones,Gentamicin(high-level).
Sequences of seven of the nine isolates were deposited in Gen-
Bank (GenBank accession numbers HM222631 to HM222637). The
sequence of the each isolate was different from the other. The
neonateswereeitherpretermor lowbirthweight. Babiespresented
with respiratory distress(6/9), with seizures (2/9) and refusal to
feed (1/9).
Conclusion: Among the neonates from whom Enterococcus fae-
cium was isolated in blood, no speciﬁc clinical feature could be
noticed. The isolates were found to be different from each other
in our attempt to establish the relatedness of the strains.
http://dx.doi.org/10.1016/j.ijid.2016.02.737
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Background: Role of maternal intrauterine infec-
tions/inﬂammation (IUI) in the causation of adverse pregnancy
outcomes (APOs) such as preterm birth (PTB), low birth weight
(LBW) and preterm premature rupture of membranes (pPROM)
is well acknowledged. In many instances, ascent of colonizing
microbes from lower genital tract (LGT) is reported to cause IUIs
and the associated APOs. Despite the high occurrence of PTB and
LBW among developing nations such as India, there is a severe
scant of knowledge regarding the colonization rates of various
microbes in the LGT during pregnancy and more importantly their
inﬂuence on the pregnancy outcomes.
Methods&Materials: Ahospital based cohort studywasunder-
taken comprising of 790 pregnant women with in the age of 18-35
years andgestational age of 8-24weeks at a secondary care hospital
in south India. Upon recruitment, high- vaginal (HV) and endocer-
vical swabs (EC) from all study participants were collected. All HV
swabs were subjected to microbiological culture techniques. PCR
baseddetectionof genitalmycoplasmas andC.trachomatisDNAwas
performed from HV and EC swabs respectively. Data was analysed
using SPSS software. Detection rates of individual bacteria and in
combinationswas analysedusingdescriptive statistic tools and2x2
tables. Association of microbes with APOs was estimated using chi
square test and univariate analysis
Results: Majority (43%) of the study participants were within
12-16 weeks of gestation at the time of sampling. Vaginal col-
onization of Candida spp (15.7%) followed by anaerobic GNB
(98, 12.4%) and Trichomonas vaginalis (94, 11.9%) were predom-
inantly observed among the study participants. Presence of any
one of the genital mycoplasmas was observed among 9% of the
women. None of the study subjects were positive for C.trachomatis.
PTB, LBW and pPROM was observed among 7.6, 11.4 and 1.4%
womenrespectively. ColonizationofG.vaginalis, anaerobicGNBand
M.hominis were signiﬁcant risk factors for PTB, while anaerobic
GNB and M.hominis were for LBW and presence of T.vaginalis and
U.urealyticum were signiﬁcant risk factors for pPROM in the study
population.
Conclusion: Our study ﬁndings underscore the need for routine
microbiological screening of pregnantwomen for LGTIs and vaginal
dysbiosis during early pregnancy.
http://dx.doi.org/10.1016/j.ijid.2016.02.738
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Background: Interferon-gamma release assays like the
QuantiFERON-TB Gold test(QFT) have advantages in diagnosing
tuberculosis(TB) over the Tuberculin Skin Test(TST) that gives
false-positive results in BCG-vaccinated children due to common
antigens in BCG and tuberculin. This study was done to com-
pare the QFT and TST in the diagnosis of active and latent TB in
predominantly BCG-vaccinated children.
Methods & Materials: Retrospective cohort study of children
aged 1 to 15 years evaluated for tuberculosis with TST and QFT
testing in the Department of Pediatrics, Christian Medical College,
Vellore from January 2007 to December 2010. The Department of
Clinical Microbiology’s QFT database was accessed and records of
study-eligible children reviewed for demographic data, TST results
and ﬁnal diagnosis.
Results: 175 children underwent both TST and QFT testing, of
whom173 (99%)wereBCG-vaccinated. 30 childrenwerediagnosed
with tuberculosis based on WHO criteria. TST was positive >/ =10
mm in 43 while QFT was positive in 27 children. TST and QFT con-
cordance in 168 evaluable childrenwas 83.2% in culture-conﬁrmed
TBand87.1% in thosewithnegativeAFBcultures; 78% in27children
with clinical TB (kappa 0.526) and 85% in 141 without tuberculo-
sis. Sensitivity of TST and QFT in culture-conﬁrmed TB was 66.7%
and 71% respectively, with speciﬁcity of 84.2% and 79% and nega-
tive predictive value of 97.8% for both. Sensitivity of TST and QFT
in clinical TB was 48.8% and 55.6% respectively with speciﬁcity of
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93.2% and91.5%. TheQFThad58.3% sensitivity and95.3% speciﬁcity
in diagnosing children with latent TB. The commonest discordant
results were TST+ / QFT- in 15 of 141 children without TB, not
unexpected in this BCG-vaccinated population.
Conclusion: The QFT performed better than the TST in the diag-
nosis of tuberculosis. Although only moderately sensitive, they
were highly speciﬁc in ruling out TB and showed good concordance
in TB-negative children. Although a case may be made for using
both tests in BCG-vaccinated children, the higher costs and techni-
cal expertise required for the QFT do not support its use instead of
the cheaper and simpler TST in India.
http://dx.doi.org/10.1016/j.ijid.2016.02.739
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Background: The Xpert MTB/RIF PCR assay detects
M.tuberculosis and resistance to Rifampicin within 2-4 hours,
compared to the AFB culture that takes 4-8 weeks to provide the
same information. This study assessed the performance of the
Xpert MTB/RIF assay against the AFB culture and clinical case
deﬁnitions of intrathoracic and extrathoracic tuberculosis(TB), and
against type of specimen tested.
Methods & Materials: All children<16 years of age with sus-
pected TB seen in the Pediatric Department, Christian Medical
College, Vellore from May 2012-June 2015 and tested with Xpert
MTB/RIF assay and AFB cultures in the Department of Clinical
Microbiologywere included.Recordsand test resultswereaccessed
to classify children as conﬁrmed, probable or possible TB or TB
unlikely/not TB based on the 2014 NIH/WHO consensus and other
case deﬁnitions.
Results: 286 children with suspected TB (135 intrathoracic, 71
lymphadenitis, 51 meningitis and 28 abdominal) were reviewed.
41 of 52 children with culture-conﬁrmed TB had a positive Xpert
MTB/RIF assay (overall sensitivity 78.9%). 115 more children were
case-deﬁned TB, while 119 had no TB.
The sensitivity of the Xpert MTB/RIF assay against the AFB cul-
ture was 96% in intrathoracic TB, 78% for TB lymphadenitis, 67%
for TB abdomen and 46% for TB meningitis. The assay showed less
sensitivity against clinical case deﬁnitions, being 48% for intratho-
racic TB, 47% for TB lymphadenitis, 41% for TB abdomen and 19% for
TB meningitis. The assay diagnosed an additional 15 children with
intrathoracic TB, 11 children with TB lymphadenitis, and 3 and 2
children with TB abdomen and TB meningitis compared to the AFB
culture. Sensitivity was 100% for sputum specimens, intrathoracic
tissue and BAL samples, 90% for gastric aspirates, 78% for lymph
nodes, 67% for intra-abdominal tissue and 46% for CSF against the
AFB culture. Itwas 80% sensitive in detecting Rifampicin resistance.
The speciﬁcity of the assay in disease-negative children was 92%
for intra-thoracic and abdominal TB, 93% for TB lymphadenitis, and
100% for TB meningitis.
Conclusion: The Xpert MTB/RIF assay’s high sensitivity, speci-
ﬁcity and detection of Rifampicin resistance make it a good
point-of-care test for early diagnosis of childhood tuberculosis,
especially intrathoracic TB.
http://dx.doi.org/10.1016/j.ijid.2016.02.740
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Background: Extraintestinal pathogenic E. coli (ExPEC) cause
different infectious diseases in humans and animals, accounting
80% of urinary tract infections (UTIs), worldwide. Increase in the
prevalence of multidrug-resistant (MDR) E. coli and global dis-
semination of these clonal organisms is a signiﬁcant risk to the
public health. The present study investigates the prevalence, pop-
ulation structure, phylogenetic afﬁnities and molecular basis of
ESBL and antimicrobial resistance and also highlights the spread of
multi-drug resistant E. coli causing infections with varied clinical
spectrum
Methods&Materials: A total of 187 E. coli isolates frompatients
with different clinical complications were obtained from D.Y. Patil
Medical College, Pune, for this study. All the isolates were sub-
jected to phylogenetic grouping and speciﬁc sequence type (ST)
identiﬁcation. The ST131 strains were further evaluated for their
virulence gene proﬁles using PCR. Phenotypic and genotypic detec-
tions of antimicrobial resistance were carried out by disc diffusion
and PCR based methods, respectively. The clonality of ST131 iso-
lates with respect to strains of other sequence types was evaluated
by enterobacterial repetitive intergenic consensus PCR (ERIC-PCR).
Results: Phylogrouping of 187 E. coli isolates revealed that 78
(41.7%) isolates belonged to group A, 16 (8.6%) to group B1, 56
(29.9%) to group B2 and 37 (19.8%) to group D. Forty strains were
identiﬁed to belong to ST131. Virulence proﬁling of ST131 strains
demonstrated signiﬁcant prevalence of ﬁmH (90%), papC (82.5%),
hlyA (77.5%) traT (47.5%), sat (87.5%) and iucD (55%). The antibi-
otic resistance proﬁles of ST131 isolates showed high resistance to
ciproﬂaxin (92.5%), cotrimoxazole (67.5%) and tetracycline (62.5%).
A high proportion (60%) of these ST131 strainswasmultidrug resis-
tant and 95% were ESBL-positive. Of all the 40 ST131 strains, 42.5%
and 95% were positive for sulphonamide and streptomycin resis-
